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Computation is an essential part of the cell biologists toolbox. Computational models provide a [ramework not only to
formally represent and simulate the mechanisms, bur also to predict the response of an integrated system to new perturbations,
thereby leading to testable hypotheses. In this way, computational modeling and znalysis can suggest new experiments that
challenge and help revise our mechanistic understanding of the cell system.

This volume of Methods in Cell Biology captures the broad integration of computation in experimental cell biology. Chapters
cover the role of computation in the extraction of quantitative information from raw data; inference of mechanistic computable
models [rom large, heterotypic datasets; and, prediction and hypothesis-generation to drive new experiments.

KEY FEATURES
¢ FEach chapter provides high-level and in-depth wutorials of key computational methods

= Chapters are organized into three parts that [ocus on molecular regulatory networks, spatial and biophysical aspects
of cell regulation, and multicellular systems

* Deal with the different applications of computation in cell biology: measurements and data extraction, model
development and inlerence, and prediction and hypothesis generation

Cover image: Compilation of images ol endosomes, lysosomes and mitochondria (from top to bottom).
See Chapter 7 [or more details.
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