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Aﬂd{jfziﬂg Microarray Gene Expiession Data pn‘.n.-idus ‘a comprehensive review
of available methodologies for the analysis of data derived from the latest
DNA microarray technologies. Designed for biostatisticians entering the
field of microarray analysis as well as biologists seeking to more effectively
analyze their own experimental data, the text features a unique interdiscipli-
nary approach and a combined academic and practical perspective that offers
readers the most complete and applied coverage of the subject matter to date.

Fﬂlluwing a basic overview of the biological and techriical-principles behind
microarray experimentation; the text provides a look at some of the most
effective tools and procedures for achieving r;:-pumum r:.l:.al:ﬂlln and repro-
duubnhry of n,:.earch resuhs 1nc:|ud1ng

® An in- deprh account of the derection of g y:ncs thar are d1ﬂerenmll}r
expressed : across a numben of classes of tissues -

® Extensive coverage of both cluster analysis and discriminant analysis of
~ microarray data and the growing appllcalmm of both muhuduluglu

® A model-based approach to cluster annlyem with Emphﬂm on the use
of the EHMD{»GFN[ procedure for :he -::Iusrf;r;ng of tissue samples

R cle:mmg and normali lfanc:n pmcedmes

® The uses of microartay expression data ’Fm‘ p:l_'qwdmg important
prognostic information on the ourcome of. disease .
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