This seminal text presents a straightforward and elementary account
of coalescent theory, which is a central concept in the study of genetic
sequence variation observed in a population. Authored by leading -
experts, and rich in examples and illustrations, Gene Genealogies,
Variation and Evolution is higﬁly' suitable for a graduate course

in statistics; population, molecular and medical genetics; and far
bioscience and medicine and students studying the evalution of
human population and disease. Itis also'an invaluable reference .

for bipscientists and statisticlans in the pharmaceutical industny

and academia.

Yo excellent and timely bo'ok thot should appeal to o vafiely
of geople in génetics and apalied mathematics? (-

Professon Montzomery Slatkin (Berkeley)

“the alithars are oulskanding exper's in the field, andthe Hook
is tapfeal and timefy” : :

Professar David Balding [I_m'ﬁ_érial College)’

“Heim, Schiernp-god Wiaf bovewiittenthe first general boakon

the coalescent. It is an engaging combination of clear mathematical
derivalion and real dota'examples. ™

Professor Joe'Felsenstein (University qf Washington)
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