Preface

Today, as the full information about the genome is becoming available for a
rapidly increasing number of organisms and transcriptome and proteome
analyses are beginning to provide us with a much wider image of protein regu-
lation and function, it is obvious that there are limitations to our ability to access
functional data for the gene products - the proteins and, in particular, for en-
zymes. Those data are inherently very difficult to collect, interprel and stan-
dardize as they are widely distributed among journals from different fields and
are often subject to experimental conditions, Nevertheless a systemalic collec-
tion is essential for our interpretation of genome information and more so for
applications of this knowledge in the fields of medicine, agriculture, ele. Progress
on enzyme immobilisation, enzyme production, enzyme inhibition, COENZYITIC
regencralion and enzyme engineering has opened up fascinating new fields for
the potential application of enzymes in a wide ran ge of different areas.

The development of the enzyme data information system BRENDA was started
in 1987 at the German National Research Centre for Biotechnology in Braun-
schweig (GBF) and is now continuing at the University at Cologne, Institute of
Biochemistry. The present book“Springer Handbook of Eneymes” represents the
printed version of this data bank. The information system has been developed
mnto a full metabolic data base,

The enzymes in this Handbook are arranged according to the Fnzyme Com-
mission list of enzymes, Some 3600 “different” einzymes are covered. Fre quently
enzymes with very different properties are included under the same EC-num-
ber. Although we intend to give a representative overview on the characteristics
and variability of each eneyme, the Handbook is not a compendium. The read-
er will have to go to the primary literature for more detailed information. Natu-
rally itis not possible to cover all the numerous literature references for each en-
zyme (for some enzymes up to 40,000) if the data representation is to be concise
a5 is intended.

It should be mentioned here that the data have been extracted from the liter-
ature and critically evaluated by qualified scientists, On the other hand, the orig-
inal authors’ nomenclature for enzyme forms and subunits is retained. In order
1o keep the tables concise, redundant information is avoided as far as possible
leg. il K, values are measured in the presence of an obvious cosubsirate, only
the name of the cosubstrate is given in parentheses as a commentary without rei-
erence to its specific role),
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