-

CONTENTS

Foreword

StrBioLib: A Java Library for Development of Custom

Computational Structural Biology Applications

Systems Biology Toolbox for MATLAB:
A Computational Platform for Research in
Systems Biology

Com putatlonal Prediction of Host—pathogen Protein—
Protein Interactions

Gapped BLAST and PSI- BLAST A New Gcncranon
of Protein Database Search Programs

PLATCOM: A Platform for Computational
Comparative Genomics

Computational Cluster Validation in Post-genomic
Data Analysis

A Computational Pipeline for Protein Structure
Prediction and Analysis at Genome Scale

CREDO: A Web-based Tool for Computational
Detecton of Conserved Sequece Motifs in
Noncoding Sequences

Computational Methods for the Design of Effective
_ Therapies against Drug Resistant HIV Strains

. ChemDB: A Public Database of Small Molecules and
Related Chemoinfqrmatic_s Resources

13
33
77
82

120

151
156

179



(viii)

11. GRAST: A New Way of Genome Reduction Analysis

| using Comparative Genomics 199
: 12 COACH: Profile-Profile Alignment of Protein
1 Families using Hidden Markov Models 220
. 13 BLAT: The BLAST-Like Alignment Tool 240
: 14 Comparison of Computational Methods for the
E Identification of Cell Cycle-Regulated Genes 267
E 15 A Multi-step Approach to Time Series Analysis
| and Gene Expression Clustering 287
-
: 16 CAFE: A Computational Tool for the Study of
i Gene Family Evolution 307
- 17 SBMLToolbox: An SBML Toolbox for
MATLAB Users - 314
18 Knowledge-Based Computational Search for
Genes Associated with the Metabolic Syndrome 320
Bibliography 347
Index - 380

AT THTITTMEN T




