The chemical and biclogical sciences face unprecedented
opportunities in the 21st century. A confluence of factors from parallel
universes - advances in experimental technigues in biomaolecular
structure determination, progress in theoretical modeling and
simulation for large biological systems, and breakthroughs in computer
technology - has opened new avenues of opportunity as never before.
Now, experimental data can be interpreted and further analysed by
maodeling, and predictions from any approach can be tested and
advanced through companion methodologies and technologies.

This two volume set describes innovations in biomolecular modeling
and simulation, in both the algorithmic and application fronts.

With contributions from experts in the field, the books describe
progress and innovation in areas including: simulation algorithms

for dynarnics and enhanced configurational sampling, force field
development, implicit solvation models, coarse-grained models,
quantum-mechanical simulations, protein folding, DNA polymerase
mechanisms, nucleic acid complexes and simulations, RNA structure
analysis and design and other important topics in structural biology
maodeling.

The hooks are aimed at graduate students and experts in structural
biclogy and chemistry and the emphasis is on reporting innovative
new approaches rather than providing comprehensive reviews on
each subject.
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level books that provide an authoritative insight to research at the 781849734627

interface between chemistry and biology. They will be of particular
interest to researchers in the fields of structural biology, drug
discovery and biophysical chemistry.
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