Bioinformatics

The Impact of Accurate Quantification on Proteomic and
Genetic Analysis and Research

This new book provides a valuable and informative overview of
the field of bicinformatics and statistical methodology. The
chapters show various approaches to bias correction and error
estimation, as well as quantitative methods for genome and
proteome analysis. The book covers RNA-Seq, microarrays,
various genome-wide association studies, and proteomics.

The book

* introduces bioinformatic and statistical methodology

* shows approaches to bias correction and error estimation

* presents quantitative methods for genome and proteome
analysis
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developed a systems biology approach that enables the
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his PhD in Bioinformatics from Montreal University, Montreal,
Canada, and had postdoc training at the University of Toronto,
Canada.
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