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| 3Next Generatron Systematlcs

We live i inanage of ubrqtntous genomn:s Next :
generation sequencing (NGS) technology, both
widely adopted and advancmg at pace has

o transformed the data landscape opening up an
. enormous source of hentable characters tothe
 comparative b1o§og1st Its 1mpact on systemattcs

(ike many. other helds of brology, has been felt
- throughout its breadth from deﬁmng speaes
boundaries to estrmatmg the1r evolutronary
histories. : :

‘This volume examines the broad range of waysm

- which NGS data are bemg usedin s_ystem_a_ttc__s and

in the fields that it u_nderpi ns, from biodiversity

_prospecting to evo-devo. Expertsin their fields

draw on contemporary case studies to demonstrate

state-of-the-art applica'tions'of-NGS data.These,

i along with novelanalyses comprehenswerewews :

. and lively perspectwes, are combmed to produce
j :_- an authorrtatwe account of conternporary issues
in systematrcs that have been rmpacted by the :
adoptron of NGS i :
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- PETER D. DLSON isa Researcherm the Department of

ere Sciences at the Natural H;story Museum London

S research mtegrates comparatwe developmentat o
S and genom1c studies of parasitic flatworms armed
at unravelhng the genetrc basrs oftherr evolutron
. He becamemvolved in the field: ofmolecular '
phylogenetlcs when PER and manual sequenemg were ::' .

bemg wrdely used to generate the i rst rlbosomal—

' based estrmates of ammal phylogeny

; JOSEPH H UGHES isan e\rolutlonaryr brologlst workmg--
~atthe Medical Research Council at the Umversrty ofici

Gl_asgow Centre for Virus Research. __He is especral._ly
interested in 'understandi'ng the e\rol'utionary forces _' S '
that have shaped the solutrons that drfferent specres

ha\re found to adapt to their en\nronment He has ci :

. 'embraced the deluge ofdata from high throughput i

: _:. sequencmg platforms and currently works onnon-
lwmg partrcles known as vrruses

s 'JAMES A. COTTDN IS a Semor StaffScrentrstm
: i the Parasrte Genorrncs group at the Wellcome Trust
: SangerInstrtute His background isin phylogenetrc
s theory and methods, and he now leads DI'O_]ECtS B .
e comparatwe evolutmnaryand populatlon genomrcs
i of paras1tes of medrcal and vetennary 1mportance
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