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Concisely discussing the application of high throughputanalysis to move forward our
understanding of microbial principles, Metagenomics for Microbiology provides
a solid base for the design and analysis of omics studies for the characterization of
microbial consortia. The intended audience inclides clinical and environmental
microbiologists, molecular biologists, infectious disease experts, statisticians,
blostatisticians, and public health sdentists,

This book focuses on the technological underpinnings of metagenomic approaches
and their conceptual and practical applications.
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* Expertly describes the latest metagenomic methodologies and best:
praclices, from sample callection to data analysis for taxonomic, whole shatgun
metagenomic, and metatranscriptomic studies
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