PREFACE

In the ten years since the first publication on PCR (Saiki et al., 1985), this in vitro method of
nucleic acid replication and modification has grown to rival in popularity traditional
microbiological, genetical und technical procedures for cloning, sequencing, gene detecting

and related procedures. To date the PCR literature has emphasized six main areas of application:

of specific nucleic acids in biological samples is in spite of numerous publications in that field
still a general problem: during the PCR process, an unknown initial number of target sequences
are used as a template from which a large quantity of specific product can be obtained,
Although the amount of product formed is easy to determine, it is difficult to deduce the initial
copy number of the target molecule because the efficiency of the PCR is largely unknown.
Several experimental factors may affect the efficiency of PCR amplification: the sequence
being amplified, the length of the target, the sequence of the primers and potential impurities
in the sample. There are additional, as yet unknown, often subtle factors that also affect the
amplification efficiency. Some of the earliest experiments designed to quantify nucleic acid
levels involve the measurement of external standards. Nevertheless, in an attempt to correct
for tube-to-tube variations in amplification efficiency, an internal standard scems to be the

most accurate procedure at the moment.

To give an actual overview of the state of the art in PCR quantification the idea for a
conference on the Augustusburg near Dresden was born during a discussion between the
editors and other scientists. The title of the conference was “Modern application of DNA
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