Preface o LA

Prior to graduate school, I was trained as a tropical tree ecologist. During
my master’s degree, | worked in a lab that studied cricket sex and specia-
tion. Given this history, it almost seems logical that I ended up studying the
phylogenetic structure of tropical tree communities both during my PhD
and since. I was, and still am, fascinated by how the long history of lineages
impacts the present-day structure and dynamics of communities. Uncover-
ing these connections has always been a goal of mine in phylogenetic ecol-
ogy. However, my phylogenetic ecology research and that of others has often
veered away from this important goal. Our tangents have been well inten-
tioned, but they have often used phylogenetic information in a way that is
weak at best, or inadvertently misleading at worst. This has delayed a true
synthesis of evolutionary history and community ecology and threatens the
future of phylogenetic approaches to ecological problems.

This book was framed as an attempt to outline the field of phylogenetic
ecology and, more so, to discuss where phylogenetic information can be uti-
lized most effectively in ecology. Phylogenies are powerful pieces of data that
can still make a major impact in ecology on topics ranging from conservation
to community assembly. Here, I have tried to provide a pathway toward a
more robust and interesting phylogenetic ecology. I expect that many read-
ers will not agree with the remedies and critiques I have posed in this book,
but I thank them for their consideration of my viewpoint. I expect that many
experts in the field will be disappointed that T didn’t cover their work in more
detail or at all. I apologize in advance for this. It is not meant as a commen-
tary on the importance of their work.

I have several people to thank for making this book possible. First, I would
like to thank those at the University of Chicago Press who have helped and
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encouraged the project over several years. I would like to especially thank
Christopher Chung and Christie Henry for showing interest in the proposed
book and for organizing initial reviews of the ideas and concept. I would also
like to thank Scott Gast for guiding me through the peer reviews and revi-
sions and getting me to the finish line. Everyone has been very patient and
positive through the years, and it is very much appreciated.

Second, T am thankful for having a dynamic group of scientists in my lab
group who have expanded the way | have thought about phylogenetic ecology,
and ecology more generally, over the past decade. Specifically, [ would like to
thank Damani Fubanks, Yoshiko Iida, Shan Kothari, Jeff Lake, Lingfeng Mao,
Boris Ngouajio, Krittika Petprakob, Vanessa Rubio, Uzay Sezen, Kiri Staiger,
Natalia Umafia, Samantha Worthy, and Jenny Zambrano for keeping me on
my toes and focused.

Third, 1 would like to thank the Smithsonian’s ForestGeo Research Net-
work (formerly the Center for Tropical Forest Science) for support and col-
laboration. | am particularly indebted to Stuart Davies for his encourage-
ment, his questioning of my research, and his friendship. I would also like
to thank David Kenfack and Sean McMahon, both of ForestGeo, for their
interest in pursuing research projects together. [ have also benefited tremen-
dously from working with the many research affiliates of ForestGeo, includ-
ing Liza Comita, Rick Condit, Alvaro Duque, Dave Erickson, Bob Howe,
Dan Johnson, Andy Jones, John Kress, Jonathan Myers, [-Fang Sun, Jens-
Christian Svenning, Jill Thompson, Renato Valencia, Amy Wolf, Joe Wright,
and Jess Zimmerman, [ would also like to thank my Chinese collaborators in
the CForBio forest plot network for helping form a large number of success-
ful collaborative adventures. I would specifically like to thank Keping Ma,
Min Cao, and Zhanging Hao for fostering early collaborative opportunities
and meetings. For nearly ten years, I have had the good fortune of working
closely with Luxiang Lin, Xiaojuan Liu, Xiangcheng Mi, Xugao Wang, and Jie
Yang on phylogenetic ecology, and T am very grateful for their collaboration.
I would also like to thank those who have visited my lab for collaboration in
the realm of phylogenetic ecology: Guilherme Dubal dos Santos Seger, Juyu
Lian, Jesus Lopez-Angulo, Oliver Purschke, Junjie Wu, and Caicai Zhang. 1
thank you all, and I have been privileged to be your collaborator.

Next, I would like to thank those who have provided generous funding for
my research over the past 15 years. [ thank the US National Science Founda-
tion {NSF). The NSF Division of Environmental Biology, Division of Emerg-
ing Frontiers, and Division of Biclogical Infrastructure have all funded my
work on phylogenetic ecology. Funding from the NSF Dimensions of Bio-
diversity program and the US-China subprogram, in particular, has greatly
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enhanced and advanced my research program. A fellowship from the John
Simon Guggenheim Memorial Foundation allowed me to pursue new angles
in my functional phylogenomic and phylofloristics research interests. The
Smithsonian’s ForestGeo network provided early funding for me to explore
the phylogenetic and functional diversity of the Luquillo Forest Dynamics
Plot in Puerto Rico. The University of Maryland and Michigan State Univer-
sity have also served as supportive institutions for my research program. I
thank you all for the support.

Finally, I thank Liwei, Eowyn, and Hayden for making me laugh and dis-
tracting me from work. This book took longer than expected because of you,
and I'm glad it worked out that way.




