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Further information for use with this book can be accessed via a link in |
the catalogue entry for Infroduction to Bioinformatics on the publisher’s
Web site at http://www.awl-he.com/biology. The aim of this facility is to
provide updates and news of major advances in bioinformatics since publi-
cation. It also includes study guides for chapters, and cites additional Web
site addresses which provide information of interest to biologists. We
would encourage readers to use the Web site regularly.




